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Nutrient
INTERIOR OF INTESTINE
Blood vessel  absorption Nutrient

with blood Micro- absorption

en route to  villi

the liver 4 :
1%
-I%- .
Muscle —* : )
layers -]

Nutrient Epithelial cells
absorption

INTESTINAL WALL

Eaddison Yesley Longman, inc
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Proteins
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Aming Large Small
Acids Pepil%gs Peptides

f—— Peptid

1. brush-border membrane peptidases

2. brush-border membrane amino acid transporters

5.basolateral-membrane amino acid carriers

6. basolateral membrane di- and tripeptide carriers
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Nutrient
Blood vessel absorption INTERIOR OF INTESTINE

- . . Nutrient
) with blood - Micro- absorption

en route to  villi
the liver

Muscle
layers
Circular folds
Villi
Nutrient Epithelial cells
absorption
VILLUS
INTESTINAL WALL Proteins
7 T e YR W0 eopies  peplides
mu"lcm Hriadnan 1IN Hannn =
Pepsin stomach proteins Peptides
Trypsin pancreas proteins Peptides
Chymotrypsin pancreas Proteins Peptides
Carboxypeptidase | pancreas peptides Amino acids
Intestinal enzyme intestinal peptides Amino acids
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jctary proteins

/ Synthesis of body

dy proteins \
\Amino acld —,

ynthesis of |~ pool
nonessential GEEREAALY
amino acids NOINAN)
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910 Champe PC & Harvet
RA, 1994 p230)

/ Synthesis of: Glucose,
Glycogen ,ketone bodies,

NH3, Urea

\fatty acids
Oxidation to CO, , H,0,
and ATP

Synthesis of Porphyrins, Creatine,
Neurotransmitters
,Purines,Pyrimidines , others
nitrogen containing compounds
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utrition cycle :

http://www.starsandseas.com/SAS%20Ecology/SAS%?20chemcycles/cycle nitrogen.ht

m

N8IV Nutrition http://www.cellinteractive.com/ucla/nutrition_101/phys_lect3b.html

BSCI 223 — GENERAL MICROBIOLOGY

List of Lecture Topics
http://www.life.umd.edu/classroom/bsc1424/BSCI223 WebSiteFiles/LectureList.htm
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Glutamate transamingse

Glucose

Glutamate
Aanine Alanine transaminase

Alanine 2-Ketoglutargte

N\

~_ Alanine

Glucose-alanine cycle (modified Zubay, G.,et al.,1995, p521
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The Urea Cycle
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