Assignment
Input file
1. There are 6 pairs of the comparison
Number 1.	Mtb 1 versus Mtb 2
Number 2.	Mtb 1 versus Mtb 3
Number 3.	Mtb 1 versus Mtb 4
Number 4.	Mtb 2 versus Mtb 3
Number 5.	Mtb 2 versus Mtb 4
Number 6.	Mtb 3 versus Mtb 4
2. Each student will have the number of assignment such as Number #1 assignment 
3. Please download the input file for your assignment = 4 files of 2 isolates only
4. Copy from your friend will be punished by 50% subtraction of the actual score.

Link to download the files are below
https://drive.google.com/drive/folders/1X5u6syn_YqKiZNCm4f0kaRaZP7w23kv1?usp=sharing
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Submission of assignment files
Student must submit 2 files = code (.txt) and result file of Venn diagram and related data (.doc) to the submission system
Please use the format as below
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From each comparative analysis of 2 strains you received ‘</\_=f
z

for each step
describing the number of SNP from the comparative analysis
such as to total read count, read depth, mapped read etc.

one code txt file (file name = Mtb1 vs Mtb 2_your Name, e.g.
one MS Word for Venn diagram (file name, similar =

Within 2 weeks after the lectures
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Code file
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