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Learning objectives

1. Describe types and characteristics of bioinformatics 

free-software which available in internet

2. How to access to sources of the bioinformatics free-

softwares

3. How to use Bioedit for basic bioinformatics 

application.



Outline

• Web-based free-software

• Stand-alone free-software

• Practice on “Bioedit” and “ImageJ”

• Practice on web-based free-software



Example of the Free software

Stand-alone software

 Bioedit

 PerlPrimer

 ImageJ

Web-bases software

 ClustalW

 WebCutter site

 Gene Fisher primer design

 Expasy-base software

 EBI-base software

 NCBI-base software



Characteristics of the softwares

Stand-alone software

• All process in your PC

• Smaller size

• Update new version by user

• Construct your own database

• Simple algorithm or function

• Rapid processing

• Internet independence during work

Web-bases software

• Input and display result in your PC by 

process analysis in server (mainframe 

computer) somewhere in the network

• Larger size

• Update by owner

• Link to large public database in WWW.

• Complicate and sophisticated algorithm

• Network traffic dependent processing 

(online during work)



Web-base resources

Classic home of free software

• http://expasy.org/

• http://www.ebi.ac.uk/

• http://www.bioinformatics.org/

Google search “bioinformatics free  

software”

• https://www.google.com/search?q=f

ree+software+bioinformatics&oq=free

+software+bioinformatics&aqs=chrom

e..69i57j0i22i30l2j0i390l5.10294j0j15&

sourceid=chrome&ie=UTF-8

• https://listoffreeware.com/free-

bioinformatics-software-windows/

• https://www.techjockey.com/blog/bi

oinformatics-tools

http://expasy.org/
http://www.ebi.ac.uk/
http://www.bioinformatics.org/
https://www.google.com/search?q=free+software+bioinformatics&oq=free+software+bioinformatics&aqs=chrome..69i57j0i22i30l2j0i390l5.10294j0j15&sourceid=chrome&ie=UTF-8
https://listoffreeware.com/free-bioinformatics-software-windows/
https://www.techjockey.com/blog/bioinformatics-tools


http://expasy.org/

http://expasy.org/


https://www.ebi.ac.uk/



https://www.ebi.ac.uk/services/data-

resources-and-tools



http://www.bioinformatics.org/

http://www.bioinformatics.org/


http://molbiol-tools.ca/

http://molbiol-tools.ca/


http://molbiol-

tools.ca/molecular_biology_freeware.htm

• Look at DNA for windows

http://molbiol-tools.ca/molecular_biology_freeware.htm


http://www.ncbi.nlm.nih.gov/guide/all/

https://www.ncbi.nlm.nih.gov/guide/all/


Tools at NCBI



http://www.cbs.dtu.dk/



https://services.healthtech.dtu.dk/



What are common functions used in the bioinformatics-related

software?

• DNA sequence

edit/search

 translate

ORF search

Restricted endonuclease site search

plasmid drawing

alignment

• Protein’s characteristics, enzymology

• PCR primer/ probe design

• etc.



http://www.mbio.ncsu.edu/BioEdit/bioedit.html

http://www.mbio.ncsu.edu/BioEdit/bioedit.html


http://www.mbio.ncsu.edu/BioEdit/bioedit.html



Bioedit characteristics

• Tom Hall, North Carolina Stage University

• 12 Mb Freeware; Current version 7.2.6.1
Last updated 3/2/2021

• Biological sequence alignment editor

• Sequence editor

• Basic function about DNA, RNA, amino acid 
sequence analysis

• Links to bioinformatics tools homepage

• Open source



Features of Bioedit

• Align >20,000 sequence

• Accept various sequence format

• Manual alignment mode

• Nice alignment result 

• ClustalW and view phylogenic tree



Features about DNA

• Restriction enzymes mapping

• Nucleic acid composition

• complementary

• reverse complementary

• DNA-->RNA

• Translate

• Plasmid draw



Features about Protein

• Amino acid composition

• helical wheel diagram

• hydrophobicity














